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A. Personal Statement 
My entire career has revolved around my fascination with transcriptional regulatory mechanisms and in vivo 
genetic approaches, from my Ph.D. with Brian Black at UCSF, studying transcriptional regulation of cardiac and 
craniofacial development using mouse genetics1, to my postdoctoral training with Ramesh Shivdasani at Dana 
Farber Cancer Institute developing whole-genome approaches to study transcriptional regulation and 
epigenetics in gastrointestinal biology2. Our work on the transcriptional mechanisms of colon cancer led us to a 
surprising finding that oncogenic mutations of BRAF trigger cell differentiation rather than tumorigenesis. We 
then found multiple genetic modifiers that create a permissive environment to BRAF-driven tumorigenesis3-4. My 
lab at Rutgers focuses on discovering the transcriptional regulatory mechanisms that drive intestinal 
development, homeostasis, and colorectal cancer3-4. I have recently been appointed the Faculty Director of the 
Organoid Development Shared Resource which is in development at Rutgers Cancer Institute of New Jersey.  
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B. Positions and Honors 
 
Positions and Employment 
• Professor, Rutgers, The State University of New Jersey 2022 - present 
• Associate Professor, Rutgers, The State University of New Jersey 2017 - 2022 
• Assistant Professor, Rutgers, The State University of New Jersey 2011 – 2017 

 
Honors and Services 
• Rutgers Board of Trustees Award for Excellence in Research      2022 
• NIH NIDDK Study Section member DDK-C           2020 - present  
• AGA member, Councilor to GDCH section            2017-present 
• Department of Defense, Grant Reviewer, Colon Cancer I-II       2017-2018  
• NIH ZRG1 DKUS-D (90) Study Section (ad hoc)          2019 
• NIH NIDDK Study Section ZDK1 GRB-7             2018-2019 
• Fellow of the Crohn’s & Colitis Foundation of America (CCFA)  2007-2010 
• F32 Postdoctoral Fellowship award from NIH   (declined to accept CCFA) 
• American Cancer Society Postdoctoral Fellowship  (declined to accept CCFA) 
• Young IBD Investigator Award, Crohn’s & Colitis Foundation of America   2010 
• 2014 American Cancer Society Scholar Grant           (declined to accept NCI R01) 
• 2014 DoD CDMRP award for Colon Cancer           (declined to accept NCI R01) 
• Howard Hughes Medical Institute Predoctoral Fellowship  2001- 2005 
• National Science Foundation Predoctoral Fellowship  2001 (declined for HHMI) 
• Barry M. Goldwater National Scholarship  1999-Spring 2000 

 
C. Contributions to Science 
 

1. Elucidating regulatory mechanisms of Colon Cancer: The primary interest of our lab is to identify 
transcriptional regulatory mechanisms of normal gastrointestinal function and contrast them with disease 
states, primarily colon cancer. A recent focus area for us has been in Serrated tumor formation driven by 
BRAF (a-c). As a postdoc, I applied my findings about transcription factor binding to help understand why 
genetic variation in an enhancer of MYC could lead to elevated expression levels and cancer risk by 
altering the binding strength of the transcription factor to the enhancer. 
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b. Perekatt AO, Shah PP, Cheung S, Jariwala N, Wu A, Gandhi V, Kumar N, Feng Q, Patel N, Chen 
L, Joshi S, Zhou A, Taketo MM, Xing J, White E, Gao N, Gatza ML, Verzi MP. SMAD4 Suppresses 
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2. Bringing epigenomics to the GI community: I was among the first to use epigenomic approaches to 

characterize gastrointestinal processes. In two key papers, we showed how chromatin structure and 
transcription factor binding events were related to gastrointestinal gene expression. We were able to 
predict, and then subsequently demonstrate, that multiprotein transcriptional regulatory complexes 



underlie condition-specific gene expression in the intestinal epithelium. This work laid the foundation for 
epigenomic interrogation on normal intestinal homeostasis and led to our subsequent body of work, 
partially detailed below. We extended our initial characterization of the intestinal epithelial epigenome to 
probe more specific questions of intestinal stem cell function and intestinal lineage decisions. We 
validated these approaches using compound mutant mice, and thus added a functional component to 
the epigenomic analysis that increases the tangible value of these studies.  
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3. Defining how Transcription Factor Regulatory Complexes control Intestinal homeostasis: We 

have previously studied HNF4A due to it being a top hit in epigenomic screens to identify transcriptional 
effectors of the response to colon inflammation or normal intestinal differentiation. We subsequently 
described a series of transcriptional functions of HNF4A. 
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May;51(5):777-785. doi: 10.1038/s41588-019-0384-0. Epub 2019 Apr 15. PMID: 30988513; 
PMCID: PMC6650150. 
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PMID: 33503426; PMCID: PMC7899294. 
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Stem Cells in Mice. Gastroenterology. 2020 Mar;158(4):985-999.e9. doi: 
10.1053/j.gastro.2019.11.031. Epub 2019 Nov 22. PMID: 31759926; PMCID: PMC7062567. 

 
4. Integration of epigenomics approaches to study developmental systems: My lab and I have 

experience in identifying novel developmental phenotypes and have demonstrated that we can hone in 
on the transcriptional regulatory mechanisms contributing to these phenotypes. 
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5. Transcription factor biology in development:  My graduate training in the lab of Brian Black at UCSF 

focused on transcription factor biology of the developing cardiac and neural crest tissues. We probed 
transcription factor function via enhancer-reporter constructs in vivo and validated transcription factor 
functions with conditional knockout mice. My longstanding interests in how transcription factors control 
biological processes began at this time and continues. 
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A full list of Dr. Verzi’s publications can be found at:  
https://www.ncbi.nlm.nih.gov/sites/myncbi/michael.verzi.1/bibliography/40704327/public/?sort=date&direction=
descending 


