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We have started drafting a review and outlining the model of transmission (Fig 2):
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What impacts transmission? (Fig 1) Fig 2. Intergenerational transmission of human microbes and microbiota stressors ISpar In intant stool.

Project Aims Next Steps

1) Collaborate in writing a review article. With my project, | helped progress the writing of a review and outlined a model for transmission that

2) Outline_ an apprqximate model of mic_robe includes some impact factors. Yet, other factors (diet, sleep disruption, hygiene) and the potentially
transmission during and shortly after DIrth. | restorative effects of direct breastfeeding remain to be explored.
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